[image: image1.png]SNet GUI (







SNet GUI 
USER’S MANUAL

Chai Haoqiang
Version 1 Deliverable
2011-10-23
Revision Sheet
	Release No.
	Date
	Revision Description

	1.0
	2011-10-23
	Initial Revision

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	


USER'S MANUAL

TABLE OF CONTENTS
Page #

Contents

1-11.0
GENERAL INFORMATION


1-11.1
System Overview


1-11.2
Authorized Use Permission


1-11.3
Points of Contact


2-12.0
Pre-Requirement


2-12.1
System Requirement


2-12.2
MySQL Database Requirement


2-12.3
Datasets Requirement


2-1Datasets used must be pre-installed into MySQL database, under schema called “FYP”. The table name for each datasets should follow the following format: “XXXX_normal”, “XXXX_disease” where XXXX refers to dataset name.


3-13.0
GETTING STARTED


3-13.1
Extracting from the .ZIP archive


3-13.1.1
Install Windows Service Component


3-13.2
Starting the Application




1.0
GENERAL INFORMATION

1.0 GENERAL INFORMATION

1.1
System Overview

SNet is an algorithm developed by Soh et al. that produces connected gene groups from microarray datasets, with the aid of existing pathway information. The SNet GUI is a software developed to assist researchers perform SNet algorithm through a Graphic User Interface. It also incorporated three new functions to SNet, which are Neighbor Merge, Various Alpha and Visualization.
1.2
Authorized Use Permission

Usage of this software is open to everyone.
1.3
Points of Contact

For additional information, the developer can be contacted through his email: lucas.nus@gmail.com.
2.0
SYSTEM SUMMARY

2.0 Pre-Requirement
2.1
System Requirement 
The operation system must be Windows 2000/XP/2003/Vista/7 or higher versions, and must support MySQL 4.0 or higher.
2.2
MySQL Database Requirement
The MySQL Database must be pre-installed with PathwayAPI under schema called “pathwayapi”. Otherwise, please download and install PathwayAPI from this site: http://www.pathwayapi.com/data/pathwaysql.zip. 
2.3
Datasets Requirement
Datasets used must be pre-installed into MySQL database, under schema called “FYP”. The table name for each datasets should follow the following format: “XXXX_normal”, “XXXX_disease” where XXXX refers to dataset name. 
3.0
GETTING STARTED

3.0 GETTING STARTED
Extracting, Installing, and Running SNet GUI
3.1
Extracting from the .ZIP archive
In addition to user documentation, the SNet GUI.ZIP file contains installers for the Windows service aspect of the application.  It must be executed before SNet GUI can be optimized and run.
3.1.1
Install Windows Service Component
Installs SNet GUI Service version 1.0
3.1.2.1 Unzip the SNet GUi.zip file to a convenient location
3.1.2.2 Run setup.exe
3.2
Starting the Application
3.2.1 Start the ‘SNet GUI” windows service
3.2.2 Configure the database
3.2.2.4 Click “Database Setting”
3.2.2.5 Input the “Service Host”, “Username” and “Password” for Mysql Database
3.2.2.6 Input the “Directory” for output.
3.2.2.7 Click “Done”.
3.2.3 Configure Parameter
3.2.3.4 Input the parameters for current datasets
3.2.3.5 For alpha0 and alpha1, instead of 10% and 15%, they refers to the number of genes in the datasets times 10% and 15% respectively
3.2.4 Configure Datasets
3.2.4.4 Input the table name for datasets 1
3.2.4.5 Input the table name for datasets 2
3.2.5 Run SNet
3.2.5.4 Tick the datasets to be run (select either one or both datasets)
3.2.5.5 Click “SNet”
3.2.5.6 The label at left-bottom will show “processing”. When the program finished execution, it will change to “Done.”
3.2.6 Run Various Alpha
3.2.6.4 Tick the datasets to be run (select either one or both datasets)
3.2.6.5 Click “Various Alpha”
3.2.6.6 The label at left-bottom will show “processing”. When the program finished execution, it will change to “Done.”
3.2.7 Run Neighbor Merge
3.2.7.4 Tick the datasets to be run (select either one or both datasets)
3.2.7.5 Click “Neighbor Merge”
3.2.7.6 The label at left-bottom will show “processing”. When the program finished execution, it will change to “Done.”
3.2.8 Run Comparison
3.2.8.4 Precondition: Two subnetworks must be generated in the previous step
3.2.8.5 Click “Compare Result”
