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CBL update - July 2011

Congratulations to Chong Ket Fah. He successfully defended his PhD thesis on "New Models and Algorithms for De
Novo Peptide Sequencing of Multicharge MS/MS Spectra" last week. His thesis was supervised by A/P Leong Hon

Wai.
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The following four papers were published this month:

e S. Guillemot, J. Jansson, W. K. Sung. Computing a Smallest Multi-labeled Phylogenetic Tree from Rooted
Triplets. IEEE/ACM Trans Comput Biol Bioinform, 8(4):1141--1147, July 2011.

e Z.Zhang, C. W. Chang, W. L. Goh, W. K. Sung, E. Cheung. CENTDIST: Discovery of Co-Associated Factors by
Motif Distribution. Nucleic Acids Research, 39(Suppl 2):W391--W399, July 2011.

e Zhenhua Li, Limsoon Wong, Jinyan Li. DBAC: A simple prediction method for protein binding hot spots
based on burial levels and deeply buried atomic contacts. BMC Systems Biology, 5(Suppl 1):S5, June 2011.

e Michal Wozniak, Limsoon Wong, Jerzy Tiuryn. CAMBer: An appproach to support comparative analysis of
multiple bacterial strains. BMC Genomics, 12(Suppl. 2):S6, July 2011.
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And we hosted the following two seminars:

e (CS Seminar: Investigating Small RNA Guided Regulations with a Combined Approach of High-throughput

Sequencing and Bioinformatics

Yun Zheng, Fudan University
3 August 2011 at Video Conference Room (COM1-02-13)



e CSSeminar: Coupled Objects and Behaviors Analysis
Longbing Cao, University of Technology Sydney
28 July 2011 at Video Conference Room (COM1-02-13)
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Lastly, here is an ad from a friend:

Bioinformatics postdoc and RA positions, NUS Dept of Statistics. Received from Yik Ying Teo, 29 June 2011.
http://www.comp.nus.edu.sg/~wongls/bp/openings/yyteo-jun2011.pdf

Limsoon

PS. I may have missed out a thing or two.... Please drop me a note.



