CS2220 Introduction to Computational Biology
Student Presentations on 28/10/10 and 4/11/10

This presentation contributes 15% to the course grade

You may choose to earn up to 15% of the course grade by picking a paper below and
making a presentation on 28/10/10 or 4/11/10.

You will be graded according to:
- the quality of your ppt (readability, organization, attractiveness)
- the quality of your presentation (organization, delivery, Q&A)
- the level of understanding of what your are presenting
- inputs from your fellow students

Prediction of microRNAs and their targets
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Grading Scheme

You will be graded according to:
- the quality of your ppt (readability, organization, attractiveness)
- the quality of your presentation (organization, delivery, Q&A)
- the level of understanding of what your are presenting

Your marks for the presentation will be the average of the inputs from your classmates
and myself using the distribution scheme below:

poor ok super remarks
quality of ppt 10 20 30
quality of presentation 10 20 30
level of understanding 10 20 30
gone beyond the paper
assigned 0 0 10

A computational biologist often has to communicate with biologists or computer
scientists who either do not have sufficient background in computing, mathematics, or
biology. The inputs from your classmates are especially important for assessing whether
your presentation is sufficiently clear and easily understood by such non-experts.
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